Up-to-date review on clinical, developmental, and molecular aspects of VACTERL association
The easiest way to order: w w w.karger.com/msy This collection of articles describes the current medical and biological knowledge related to VACTERL/ VATER association. VACTERL association is a fascinating condition involving malformations that can affect the skeletal, gastrointestinal (and genitourinary), cardiac, pulmonary, and renal systems. The disorder is also related to many other clinically and biologically related conditions. This publication presents cuttingedge summaries and research describing diverse aspects of these conditions, including the latest knowledge related to clinical aspects of disease manifestations and pathogenesis, embryology and developmental biology, key implicated signaling pathways, animal models of disease pathogenesis, techniques of molecular discovery related to the causes of human disease, and important considerations involving the differential diagnosis. This compendium should serve as a touchstone for future clinical and research endeavors as the growing body of medical research continues to unravel the mysteries of VACTERL association. This collection is anticipated to be valuable to a diverse group of clinicians and researchers. First, by increasing the understanding of aspects of disease etiology and manifestations, the articles may help clinicians who encounter affected patients and families. Second, descriptions of the state-of-the art scientific knowledge may provide biological insight into current models of disease pathogenesis and inspire novel avenues of research.
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Molecular Syndromology
Molecular Syndromology publishes research articles, short reports and reviews on the molecular basis of genetic syndromes, genotype-phenotype correlations, natural history, strategies in disease management and novel therapeutic approaches linked to molecular basis.
Publication categories in conventional issues
Original Articles are high-quality research reports on common and rare genetic syndromes in humans aiming to increase the clinical understanding through molecular insights. Articles dealing with animal model organisms are also considered.
Reviews covering a timely topic by experts in the field are either invited by the Editors or may be submitted for consideration.
Short Reports must present results of sufficient importance to justify accelerated acceptance. They should not be longer than 2,000 words.
Calls for Collaborative and Interactive
Research Projects are contributions from investigators who are in need of research materials, or need the assistance of colleagues with specialized expertise, or who have data that are inadequate for a full report but which could be published when combined with the data of others.
Commentaries are a forum for observations, opinions, and comments outside the realm of conventional scientific papers. Original data, illustrations and tables may be included.
The illustrative clinical case (max. 1 per issue)
Concise and brief case reports with very short introduction and discussion which do not actually represent new scientific or clinical insights but which are illustrative regarding the clinical representation. Stucture: No abstract, introduction limited to 200 words, illustrative case report including laboratory findings, short discussion.
Brief Mutation Report
Brief reports on mutations and associadet phenotypes which are helpful for genotype-phenotype correlations but without major new scientific insights; very short introduction and discussion. Structure: No abstract, introduction limited to 200 words, case report including laboratory findings, short discussion.
Single topic issues
The journal also publishes a series of themed issues. For these volumes we solicit the assistance of one or more expert investigators to act as Guest Editor(s) in an area that is particularly interesting and/or one in which there is a need for a thorough overview. The Guest Editors invite top researchers to contribute original research reports or reviews of a topic that is in their main area of interest. These manuscripts are peer-reviewed in the same way as papers received for conventional issues. Proposals clearly outlining a theme and nominating potential Guest Editor(s) are welcome.
Submission
Only original papers written in English and conforming to the 'Guidelines for Authors' will be considered for publication. They should be submitted using the online website at:
www.karger.com/msy
Should you experience any problems with your online submission, please contact: All manuscripts are subject to editorial review. Names, postal and e-mail addresses of three experts in the appropriate area of research should accompany each manuscript. The referees suggested should not be from the same institution as the author(s) and are expected to have expert knowledge of the subject. The Editors reserve the right to appoint referees different from those suggested by the corresponding author.
The Editors reserve the right to improve style and, if necessary, return the manuscript for rewriting to the authors.
Conditions
The manuscript must be accompanied by a cover letter stating that all authors have seen and given their approval for submission of the manuscript to Molecular Syndromology. Manuscripts are received with the explicit understanding that they are not under simultaneous consideration by any other publication or have not already been published elsewhere. Submission of an article for publication implies transfer of the copyright from the author to the publisher upon acceptance. Accepted papers become the permanent property of Molecular Syndromology and may not be reproduced by any means, in whole or in part, without the written consent of the publisher. It is the authors' responsibility to obtain permission to reproduce texts, illustrations, tables, etc., from copyrighted sources. The Editor reserves the right to reject papers based on priorities and space availability in the journal. Manuscripts that do not comply with the ethical standards recommended by the Helsinki Declaration will not be accepted.
Published Conflict-of-Interest
Manuscripts are received with the explicit understanding that they are not under simultaneous consideration by any other publication or have not already been published elsewhere.
Published Statement of Informed Consent
The manuscript must be accompanied by a cover letter stating that all authors have seen and given their approval for submission of the manuscript to 'Molecular Syndromology' .
Published Statement of Human and Animal Rights
Manuscripts that do not comply with the ethical standards recommended by the Helsinki Declaration will not be accepted.
Arrangement
Title page: The first page should contain the title of the article along with an appropriate running title, the full names of the authors and their affiliations. The full postal address, telephone and fax numbers, as well as the e-mail address of the corresponding author must also be included.
Abstracts should be provided for all Original Articles, Reviews and Short Reports. Table  > Insert > Table command Book references must include the book title, editor(s), publisher, and city of publication. Recent issues of the Journal should be carefully consulted for reference list style. Agreement between text citations and the reference list should be checked carefully, and the latter checked for accuracy. If many errors are found, the manuscript will be returned for corrections which may cause considerable publication delay.
Tables must be in Word format. Please use MS WORD
Gene Symbols
Human gene symbols: Only official gene symbols assigned by the HUGO Gene Nomenclature Committee (HGNC) are accepted. Authors must obtain or verify the official gene symbol of the gene(s) mapped and indicate that they have done so in the manuscript submitted. This can be accomplished for human genes by contacting HUGO Gene Nomenclature Committee (HGNC) European Bioinformatics Institute (EMBL-EBI) Wellcome Trust Genome Campus Hinxton, Cambridgeshire, CB10 1SA, UK E-Mail: hgnc@genenames.org Website: www.genenames.org Guidelines set forth by the HUGO Gene Nomenclature Committee are available at www.genenames.org/guidelines. html New symbols and names for genes can be requested electronically through the online gene symbol request form at http:// www.genenames.org/cgi-bin/hgnc_request.pl Animal gene symbols: Authors submitting material on mouse and rat genetics should obtain correct genetic nomenclature before publication. 
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Electronic Proofs
Unless indicated otherwise, proofs are e-mailed to the corresponding author.
Color Charges
There are no charges for illustrations and color reproductions.
Page Charges
No page charges are levied.
Supplementary Material
Supplementary material is restricted to additional data that are not necessary for the scientific integrity and conclusions of the paper. Please note that all supplementary files will undergo editorial review and should be submitted together with the original manuscript. The Editors reserve the right to limit the scope and length of the supplementary material. Supplementary material must meet production quality standards for Web publication without the need for any modification or editing. In general, supplementary files should not exceed 10 MB in size. All figures and tables should have titles and legends and all files should be supplied separately and named clearly. Acceptable files and formats are: Word or PDF files, Excel spreadsheets (only if the data cannot be converted properly to a PDF file), and video files (.mov, .avi, .mpeg).
The journal's aim is to increase the distribution of scientific knowledge in the new discipline of medical epigenetics. Epigenetics, a rapidly emerging scientific discipline, seeks to define how the genome is regulated to produce distinct normal and diseased phenotypes. Epigenomics, the genome-wide application of epigenetic techniques, is at the core of systems biology extending the power of genomics, proteomics, and other high throughput techniques for the analyses of complex phenotypes.
The journal Medical Epigenetics seeks to catalyze discoveries and genome-wide applications in the areas of gene regulation, chromatin dynamics, and epigenetic inheritance to disease-oriented research. Articles will be focused on disseminating scientific advances and applications of this field to mapping DNA methylation, histone modifications, chromatin accessibility and small RNA transcripts in cells, tissues and organ systems frequently involved in human disease. This journal is also committed to support development, standardization and sharing of protocols, reagents and analytical tools to enable the research community to utilize, integrate and expand upon this new exciting biomedical discipline.
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